SEQUENCE LISTING 

<110> Svendsen, Allan 

Schroder Glad, Sanne 
Fukuyama, Shiro 
Matsui, Tomoko 

<120> Cutinase variants 

<130> 10038. 200-US 

<160> 10 

<170> Patentln version 3. 1 

<210> 1 
<211> 194 
<212> PRT 

<213> Humicola insolens 
<400> 1 

Gin Leu Gly Ala lie Glu Asn Gly Leu Glu Ser Gly Ser Ala Asn Ala 
15 10 15 



Cys Pro Asp Ala lie Leu lie Phe Ala Arg Gly Ser Thr Glu Pro Gly 
20 25 30 



Asn Met Gly lie Thr Val Gly Pro Ala Leu Ala Asn Gly Leu Glu Ser 
35 40 45 



His lie Arg Asn lie Trp lie Gin Gly Val Gly Gly Pro Tyr Asp Ala 
50 55 60 



Ala Leu Ala Thr Asn Phe Leu Pro Arg Gly Thr Ser Gin Ala Asn lie 
65 70 75 80 



Asp Glu Gly Lys Arg Leu Phe Ala Leu Ala Asn Gin Lys Cys Pro Asn 
85 90 95 



Thr Pro Val Val Ala Gly Gly Tyr Ser Gin Gly Ala Ala Leu lie Ala 
100 105 110 



Ala Ala Val Ser Glu Leu Ser Gly Ala Val Lys Glu Gin Val Lys Gly 
115 120 125 



Val Ala Leu Phe Gly Tyr Thr Gin Asn Leu Gin Asn Arg Gly Gly lie 
130 135 140 



Pro Asn Tyr Pro Arg Glu Arg Thr Lys Val Phe Cys Asn Val Gly Asp 



1 



145 150 * 155 160 



Ala Val Cys Thr Gly Thr Leu lie lie Thr Pro Ala His Leu Ser Tyr 
165 170 175 



Thr lie Glu Ala Arg Gly Glu Ala Ala Arg Phe Leu Arg Asp Arg lie 
180 185 190 



Arg Ala 



<210> 2 
<211> 17 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 
<400> 2 

Ala Ala Val Asp Ser Asn His Thr Pro Ala Val Pro Glu Leu Val Ala 
15 10 15 



Arg 



<210> 3 

<211> 42 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 

<400> 3 

gagtactatc ttgcatttgt actaggagtt tagtgaactt gc 4 2 



<210> 4 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 

<400> 4 

gacgccctgg atccag 16 



<210> 5 
<211> 87 



2 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<220> 

<221> itiisc_f eature 

<222> ( 43).. ( 43) 

<223> n denotes a, g, c or t 



<220> 

<221> misc_feature 

<222> (46).. (46) 

<223> n denotes a, g, c or t 



<220> 

<221> mi sc_f eature 

<222> (49).. ('49) 

<223> n denotes a, g, c or t 



<400> 5 

cggaacatct ggatccaggg cgtcrstggc ccttacrmdd mwncdnygnc dmbdaacdht 60 
kyrccgcggg gcacctcgca ggccaac 87 



<210> 6 

<211> 41 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 

<400> 6 

atggttatgg atttcgggga ttcttcgagc gtcccaaaac c 41 



<210> 7 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 

<400> 7 

gagtactatc ttgcatttgt ac 22 



<210> 8 

<211> 23 

<212> DNA 

<213> Artificial Sequence 



3 



<220> 

<223> Primer 
<400> 8 

atggttatgg atttcgggga ttc 



<210> 9 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 

<400> 9 

taggagttta gtgaacttgc 

<210> 10 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 

<400> 10 

ttcgagcgtc ccaaaacc 



